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Fig. S1
The woolly mammoth MHC DQA alleles of exon 2, compared to the alleles found in the African and Asian elephants.
Fig. S2
The woolly mammoth MHC DQA alleles of intron 2a, compared to the alleles found in the African and Asian elephants. The woolly mammoth MHC DQA alleles of exon 4, compared to the alleles found in the African and Asian elephants. The translated sequences of the woolly mammoth MHC DQA alleles of exon 2, compared to the alleles found in the African and Asian elephants. The probability of observing at least the 63% of the alleles present in the ancestral population in the Wrangel Island samples is depicted in a yellow to red color scale. White to grey colors indicate combinations of parameters for which the simulations suggest a departure from the null-hypothesis (P < 0.05). The green 5 , blue 6 and purple 7 lines correspond to three estimates of the mean effective population size for Wrangle mammoths. Table S1 Information about primer sequences used for amplification and sequencing of the four fragments of MHC DQA in the woolly mammoth. Table S2 Allele frequencies at the three loci in the mainland population (>13 cal ka) and in the Wrangel
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